The data comprises 60 regions of interest (ROIs) from V1, V2, and V3 of the human visual cortex. Preprocessed data from the Human Connectome Project (HCP) 900 subjects public data release were utilized: 220 subjects were randomly selected, each with 4 scans of resting state fMRI data. Given that these subjects did not have retinotopy scans performed, the visual areas were defined using an anatomical template from Benson et al. (2014) . Visual areas from each hemisphere were further divided along dorsal-ventral lines into quadrants, resulting in 4 quadrants per subject. Within each quadrant, fine scaled ROIs were defined by subdividing each visual area into 5 regions according to eccentricity. These data may be useful for studying retinotopically organized functional connectivity in the visual cortex using the HCP 3 Tesla dataset.
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Value of the Data
 Most datasets of subjects having undergone retinotopy include data from only a small number of subjects, limiting the power possible from the study. Here we present high quality data obtained from a large number (220) of subjects.  The data can be used for studying the functional connectivity within and between areas V1, V2 and V3 of the visual cortex.  Most of the previously acquired data from study subjects having undergone retinotopy scanning has been done with a 3 Tesla scanner. We provide a large, high quality sample of V1, V2, and V3 resting state data acquired from a 3 Tesla scanner, allowing for the opportunity to undertake comparative studies using other datasets, including datasets from patient populations (e.g. Mendola et al., 2018) .
Data
The data comprises 60 regions of interest (ROIs) from V1, V2, and V3 of the human visual cortex. 3D volume preprocessed resting state fMRI data from the Human Connectome Project (HCP) 900 subjects public data release were utilized: 220 random subjects were selected, each with 4 scans of 3 Tesla resting state fMRI data. Given that these subjects did not have retinotopy scans performed, the visual areas were defined using an anatomical template from Benson et al. (2014) . Visual areas from each hemisphere were further subdivided along dorsalventral lines into quadrants, resulting in 4 quadrants per subject. Within each quadrant, fine scaled ROIs were defined by subdividing each visual area into 5 regions according to eccentricity.
Experimental Design, Materials, and Methods

Original data and preprocessing
Subjects were randomly selected from those available in the HCP900 data release. 3D volume preprocessed resting state fMRI data were used, along with files resulting from a FreeSurfer-based surface extraction pipeline. Important details regarding scanning follows (see also Figure 3 . Results of template alignment on an example subject, ID 1004008. The green outline indicates the spanned stretch of the cortical surface assigned to V1, purple is V2, and blue is V3.
Regions of interest
We define a local visual network within a hemisphere, which is subdivided into ventral and dorsal sections along the horizontal meridian of the polar angle phase map (>90° = dorsal quadrant, <90° = ventral quadrant, see figure 2A ). Anatomically, this horizontal meridian is expected to lie at the deepest curvature of the calcarine sulcus ( figure 2C) . These data were obtained from the two hemispheres of each subject, thus forming 4 quadrants of the visual cortex (cortical regions which respond to stimuli in the 4 quadrants of the visual field) ( Figure   2C ). We were interested in having access to the broad range of subjects who were only scanned in a 3 Tesla scanner and thus sought a method which would allow us to define the visual areas without having retinotopic scans. As a result, we have delineated V1, V2, and V3 using a template (version 2.5) described by Benson et al. (2012 Benson et al. ( , 2014 . The template was produced by aligning aggregate retinotopy from a group of subjects to a model of V1, V2, and V3 retinotopy based on surface topology in the visual cortex ( Figure 2 ). We applied this template to the HCP subjects' orig.mgz (output file from Freesurfer's surface extraction) after computing the registration of the template to the subject (Figure 3) . The registration is accomplished via alignment of the sphere.reg subject file to fsaverage_sym.sphere.reg, an average surface atlas available in Freesurfer to which the template is already aligned.
ROIs are subsections (5) of visual areas V1, V2, and V3 (3) within each quadrant (4) of the visual cortex (total number of ROIs=5×3×4 = 60) ( Figure 2 ). Quadrants are defined by separating the visual cortex into hemispheres, and then along dorsal/ventral lines according to polar phase. These quadrants as defined on the cortex respond to a quadrant of the visual field. It can be very problematic in FC analyses if voxels belonging to one functional region are misclassified into a neighboring region (Smith et al., 2011) . In order to avoid this detrimental effect, we removed a 10 polar angle degree range from either side of the border between visual areas. We also excluded eccentricity values below 1.25° due to measurement bias near the edge of the stimulus range and difficulty in obtaining eccentricity mapping near the fovea usually under 15°). We therefore have selected a more "realistic" maximal eccentricity boundary for use in defining our ROIs. We chose our maximal eccentricity to be 14°. This value is the same as we had used in a previous study by our group with measured retinotopy (Dawson et al., 2016) and is within the range of values tested in the Benson et al. (2014) study which defined the template.
In Benson et al., they look predominantly at an eccentricity range of 0° to10° (avoiding 1.25° at each edge), but also considered a maximum of 20°. They found a somewhat decreased match between template predicted visual area boundaries and measured retinotopic boundaries with a maximum eccentricity of 20° relative to 10°, however the results were still relevant and the errors similar in scale. Importantly, the authors point out that the error in visual area boundary definition between two retinotopic scans is greater than the prediction error of their anatomical template (as compared to the measured retinotopy). Thus, for maximal eccentricity values under 20°, the discordance of the template with measured retinotopic visual area delineation is expected to be within the range of the uncertainty of the measured retinotopy. Our choice of 14° is a compromise in order to capture a broader field while minimizing prediction error.
Given the above choices regarding upper and lower limits of eccentricity, we selected boundaries along the eccentricity dimension within each visual area, delineating our fine-scaled ROIs as follows: 1.25° to 2.44°, 2.44° to 4.44°, 4.44° to 7.06°, 7.06° to 10.04°, and 10.04° to 14.00°. The middle boundaries were chosen via an optimization algorithm in order to approximately equalize the number of voxels included in each ROI across subjects. The eccentricity ranges of the regions are expected to increase as we move more peripherally due to the smaller cortical magnification in peripheral representations of the visual field relative to foveal representations (Duncan and Boynton, 2003). We denote these five regions as e1, e2, e3, e4, and e5, respectively (Figure 2A) . 'e1' is an abbreviation for 'eccentricity 1', representing the cortical region which responds to stimuli most central in the visual field. 'e5' represents the region which responds to stimuli most peripheral in the visual field. ROI time courses are generated by computing the mean across all voxels within the ROI. These average time courses have been normalized by subtracting the mean and dividing by the standard deviation across time points.
Details of data organization
DATAHCP200 is a 1x880 cell Matlab array. Each cell represents an independent run. The order of the runs is as follows:
Subject1_run1_LR, Subject1_run1_RL, Subject1_run2_LR, Subject1_run2_RL, Subject2_run1_LR, Subject2_run1_RL, Subject2_run2_LR,…, Subject220_run2_RL
Within each cell is a 1200x60 double matrix. Column vectors contain the time-courses (1200 time points) for each of the 60 ROIs. The TR of these resting state data sets is 0.72s. The order of the ROIs is as follows:
Q1_V1_e1, Q1_V1_e2, Q1_V1_e3, Q1_V1_e4, Q1_V1_e5, Q1_V2_e1, Q1_V2_e2, …, Q1_V3_e5, Q2_V1_e1,…, Q4_V3_e5.
Where "Qi" represents the quadrant (i=1,2,3,4), "Vj" represents the visual area (j=1,2,3), and "ek" represents the eccentricity region (k=1, 2, 3, 4, 5) (e1 is most central, e5 is most peripheral; see figure 2A ). Quadrant numbering is as presented in Figure 2B and C.
